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Fig. 1. Diagram for constuction of plasmid pYCA24,
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Fig. L. A view of the CdbA active site cleft
showing the interaction of the selected residues
{shown as multicolored ball and stick figures)
with bound cellobiose {Glu -2, Glu —1)
adapted from Sperio ef al. [5]. The Glu +1 and
Gl =2 residues are shown as modeled by Taylor
e gl [31]. The glyeosy] residees are shown with
Van der Waals dots, The [our catalviic conserved
Asp residues [13] are shown as yellow stick
figures. The loop from W231 1o R237 is shown
in hlack. This diagram was created wsing
RasMal [ 34].
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